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3 <110> APPLICANT: KROHN, Kai 



4 HEINO, Maarit 

5 PETERSON, Part 

6 SCOTT, Hamish 

7 ANTONARAKIS, Stylianos 

8 LALIOTI, Maria D. 

9 SHIMIZU, Nobuyoshi D. 
10 KUDOH, Jun D. 



12 <120> TITLE OF INVENTION: NOVEL GENE DEFECTIVE IN APECED AND ITS USE 
14 <130> FILE REFERENCE: u 012653-9 

16 <140> CURRENT APPLICATION NUMBER: 09/508,6580 

17 <141> CURRENT FILING DATE: 2000-11-03 
19 <160> NUMBER OF SEQ ID NOS : 41 

21 <170> SOFTWARE: Patentin version 3.2 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 2036 

25 <212> TYPE: DNA 

26 <213> ORGANISM: HOMO SAPIENS 

29 <220> FEATURE: 

30 <221> NAME/KEY: CDS 

31 <222> LOCATION: ( 137 ) . . ( 177 1 ) 

32 <223> OTHER INFORMATION: /product="AIR-l " 
35 <220> FEATURE: 

W — > 36 <221> NAME/KEY: mat peptide 

37 <222> LOCATION: (1)..(545) 

38 <223> OTHER INFORMATION: /prociuct="AIR-l " 

41 <400> SEQUENCE: 1 

42 agaccgggga gacgggcggg cgcacagccg gcgcggaggc cccacagccc cgccgggacc 60 
44 cgaggccaag cgaggggctg ccagtgtccc gggacccacc gcgtccgccc cagccccggg 120 
4 6 tccccgcgcc cacccc atg gcg acg gac gcg gcg eta cgc egg ctt ctg agg 172 
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age 
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Lys 
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239 
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242 
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Pro 


243 
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Gly 
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Thr 


Met 


Ser 


Ala 


Ser 


Val 
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Arg 


Ala 


Val 


247 
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250 


Ala 


Met 
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Ser 


Gly 


Asp 


Val 
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Gly 


Ala 


Arg 


Gly 
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Val 
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Gly 
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Val 
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Glu 


Ser 
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Gly 


Ser 
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He 
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210 










215 
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258 
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Val 


Gly 
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Thr 
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Asp 


Ser 


Gly 


259 


225 










230 
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Ser 
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Arg 
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Ser 


Ser 


Gly 


Pro 
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Val 
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245 
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Arg 
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Gly 
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Ala 


Arg 
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Z dU 
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Val 
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Asp 
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Glu 
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Pro 
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He 
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Trp 
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Cys 


Ser 
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Val 
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Val 


Gin 


Pro 
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Glu 
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Pro 


Arg 
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Glu 


Pro 


Pro 


Val 
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Thr 
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Pro 


Pro 
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Pro 


Gly 
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Pro 
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Thr 


Thr 


Leu 


Val 
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His 
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Pro 
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Pro 


299 
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Pro 


Ser 


Ala 


Ala 


Pro 


Leu 


Pro 


Gly 


Leu 


Asp 


Ser 


Ser 


Ala 


Leu 


His 


Pro 


303 










405 










410 










415 




306 


Leu 


Leu 


Cys 


Val 


Gly 


Pro 


Glu 


Gly 


Gin 


Gin 


Asn 


Leu 


Ala 


Pro 


Gly 


Ala 


307 








420 










425 










430 






310 


Arg 


Cys 


Gly 


Val 


Cys 


Gly 


Asp 


Gly 


Thr 


Asp 


Val 


Leu 


Arg 


Cys 


Thr 


His 


311 






435 










440 










445 








314 


Cys 


Ala 


Ala 


Ala 


Phe 


His 


Trp 


Arg 


Cys 


His 


Phe 


Pro 


Ala 


Gly 


Thr 


Ser 


315 




450 










455 










460 










318 


Arg 


Pro 


Gly 


Thr 


Gly Leu 


Arg 


Cys 


Arg 


Ser 


Cys 


Ser 


Gly 


Asp 


Val 


Thr 


319 


465 










470 










475 










480 


322 


Pro 


Ala 


Pro 


Val 


Glu 


Gly 


Val 


Leu 


Ala 


Pro 


Ser 


Pro 


Ala 


Arg 


Leu 


Ala 


323 










485 










490 










4 95 




326 


Pro 


Gly 


Pro 


Ala 


Lys 


Asp 


Asp 


Thr 


Ala 


Ser 


His 


Glu 


Pro 


Ala 


Leu 


His 


327 








500 










505 










510 






330 


Arg 


Asp 


Asp 


Leu 


Glu 


Ser 


Leu 


Leu 


Ser 


Glu 


His 


Thr 


Phe 


Asp 


Gly 


He 


331 






515 










520 










525 








334 


Leu 


Gin 


Trp 


Ala 


He 


Gin 


Ser 


Met 


Ala 


Arg 


Pro 


Ala 


Ala 


Pro 


Phe 


Pro 


335 




530 










535 










540 










338 


Ser 
































339 


545 
































342 


<210> SEQ ID NO: 


: 3 
























343 


<211> LENGTH: 1545 
























344 


<212> TYPE: 


DNA 


























345 


<213> ORGANISM: 


HOMO SAPIENS 


















348 


<220> FEATURE: 


























349 


<221> NAME/KEY: 


CDS 
























350 


<222> LOCATION: 


(237) . . 1 


(1283) 


















353 


<220> FEATURE: 


























W — > 354 


<221> NAME/KEY: 


mat peptide 




















355 


<222> LOCATION: 


(1) - 


. . (348) 




















356 


<223> OTHER 


INFORMATION: 


: /prociuct="AIR-2 


> fi 












359 


<400> SEQUENCE: 


3 
























360 


agagaaagtg ; 


aggtcttctc aggctcttaa 


L gagcatggcg 


tttggtccag < 


gctgtacccg 


362 


ctgctctcag ( 


::tgggcccgt gggtgggccg 


f ggcgcccctg 


ctatagccag < 


gaggtcaagg 


364 


atccactggg < 


aatgccatgc tcatctttcg 


\ tccccagcat 


ggtttcttaa ■ 


tggggtagaa 


366 


gcaggtcggg < 


agagacctcc ctgggcctgg 


f ccccactgcc 


ctgtgaggaa < 


gggttc atg 


367 
































Met 


368 
































1 


370 


tgg 


ttg 


gtg 


tac 


agt 


tec 


ggg 


gcc 


cct 


gga 


acg 


cag 


cag 


cct 


gca 


aga 


371 


Trp 


Leu 


Val 


Tyr 


Ser 


Ser 


Gly 


Ala 


Pro 


Gly Thr 


Gin 


Gin 


Pro 


Ala 


Arg 


372 








5 










10 










15 






374 


aac 


egg 


gtt 


ttc 


ttc 


cca 


ata 


ggg 


atg 


gcc 


ccg 


ggg 


ggt 


gtc 


tgt 


teg 


375 


Asn 


Arg 


Val 


Phe 


Phe 


Pro 


He 


Gly Met 


Ala 


Pro 


Gly Gly Val 


Cys 


Ser 


376 






20 










25 










30 








378 


aga 


cca 


gat 


gga 


tgg 


gga 


aca 


ggt 


ggt 


cag 


ggc 


aga 


att 


tea 


ggc 


cct 


379 


Arg 


Pro 


Asp 


Gly 


Trp 


Gly 


Thr 


Gly 


Gly 


Gin 


Gly 


Arg 


He 


Ser 


Gly 


Pro 



60 
120 
180 
239 



287 



335 



383 



file://C:\CRF4\Outhold\VsrI508658D.htm 



10/5/05 



RAW SEQUENCE LISTING ERROR SUMMARY DATE: 10/05/2005 

PATENT APPLICATION: US/09/508 , 658D TIME: 08:43:06 

Input Set : A:\u012653-9SEQUENCE LISTING, txt 
Output Set: N:\CRF4\10052005\I508658D.raw 

Invalid <213> Response: 

Use of "Artificial" only as "<213> Organism" response is incomplete, 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#:7,8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19,20, 21,22,23,24, 25,2 6,27, 28,29, 30,31 
Seq#:32,33,34,35,36 
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VERIFICATION SUMMARY DATE: 10/05/2005 

PATENT APPLICATION: US/09/508 , 658D TIME: 08:43:06 

Input Set : A:\u012653-9SEQUENCE LISTING.txt 
Output Set: N:\CRF4\10052005\I508658D.raw 

L:36 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:1 
L:354 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:3 
L:577 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 



file://C:\CRF4\Outhold\VsrI508658D.htm 



10/5/05 



